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‘bstract 


‘A unique communiy-unded project in Pura lea hat aunched whole-genome sequencing of the ccaly 
fevdangeed Pusra Ran Pamet(Aasona vita ith interpretation by gercme bcinforstile and sucders 


and deposton Ino puble ene databace. Ths the is arte that focuses o 


2 whele genome ofa part. 


Seciey one andeme tothe US and ecenythetened wth extinction Ie frovdes invaluable conservation tole 
ancl vid example of opel prospects for ute gore attesament of so many new spies ealea 


‘emene 


es inventive ways for nae stuns 1 cantrbute fa Fel aig considered the domain of large 
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Main text 
Peshaps one ofthe more grating aspect of the pot 
ecornics eait marveling atthe cea of idl 
Project that pas the envelope farther and Turther ater 
the edge. Wines the emergence of human "copys 
‘er variation” and dacerning thatthe segmental ane 
ploidy might allt gene donage and explain 3 lew 
Inrediary diseases (i does), OF Zande, the uptat 
SNP genotyping forthe people venture that began by 
predicting Oprah Winey: curious ancesey and 04 
Inmersed in perional medical genomics dscasure Loe 
sn aflrdable pie. Or ths months ENCODE bombshell 
that features ‘me milion few. gene equlatny ae 
‘quence svtches atid the sea of noncoding gence 
BNA. Ge of human DNA foriney dubbel“pnk 
DNA‘ wall hed) 

‘An anicle published alongde ths paper in Gig 
Scene this nth alos yet anor Novel genomes 
simulated innovation — a nique praseools endeavor 
to sequence the genome of a ctaly endangered spe 
‘des ra eote locale whee the specie survive ar 
ie empowered bythe local einen who wanted ta bela 
Te]. The Puerto Mean parts. genome hasbeen 
Seuenced and assembled annotation has commenced 
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and the fe new data (29-fold amin coverage) it 
in-an op accom Gin dat, GiB (3) ond a 
genome bro fr any pry to query and improve The 
Sov ws ely teas Oey juan Case arte Cee, 
along wi 3 cote of conerstion mie ee nd 
the tnt atthe University of Pesto Rin Mayas — 
ot aly abe genome wequcng cnt. 

The Puerto Rican parrot a uniquely Aten pera, 
but one af eight part species fund in the Caan (20 
Species compre the 4 lion year (NY) ld gems a 
ston in the Amazon eon) «graphic example of pec 
thon ia lund biogeography (Pure 1 snd Figure 2). The 
‘Specie was late ae eangere bythe US Fah ad Wid 
Iie Service in 1967 are a cticalyendangued by the 
lotenationl Union for Conseration of Nate (ICN) 
ed Hook in 299, Ende and restricted to Poet Bic, 
the Puen Mean part wi! popustion was appesching 
‘estan In 1972 when the population fl 16 bed. A 
ate breding program was extalihed and glded by 
the leery Ue, Sel though 8 1988 Population 
Vb Analyse sponsored by de Conseration Beeding 
Specialist Group of the IUCN [aA steady and delete 
Increase in fre mate pis, fre eg, and dings 
rele in oer 100 paras released oo ba nthe ad 
byant 

The rcnioring of thee recovery eens inthe wild 
Populations aa well ax sumaging captive beeing pro 
fram wil Benet considerably fem the tls derived 
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snd the related amazonaspeci on the 
‘inland of Ceatal and South America 


‘he cr gos adh 


{orn this new genome sequence and notation pr 
Mealy SNP, del, and mlrontlite ert that re 
solve Kaship,Htorie migration, ibreeding,parelage, 
Sd dynamic population structure. 

The gaotve af the Peeeto Ran pvt wat etna 
at 1.8 hp about bal the sit of the areas genome 
The light 2% coverage reflected some TOS ofthe ge 
‘ome, ae contigs auerbled wilh lay and SOAPsnova 
Were joined into sald of modest sie (NSO ~19'5 Kb) 
Sing two inert braves (300 bp and 25 kb insects. 
The author aliged tee sallolds to the more advanced 
genome assembles of chicken and zebra Goch (which 
fra ong way sy a evolonary te, rea SOMY, ot 
[ras humankind hs diverged tom 3 common sneestoe 
with mie). They anotated repeat fae, but do nat 
Yee present a framework map to dscriminate gene 
Srpanzation (vice abr Bnch or chicen), a gene 


assesment, «desertion of SND varation, a isting of 
Tolerate lal, Murty microRNAs endogenous tl 
Foviemes, tr other faves tha eters of genome se 
tence hint fr, Tle wor asa and palndsary 
tile. but wolome string gun for genomic and 
Eomecvaion cammuniies ur rapidly supply the Gner 
enome etre deta 

The achievement ofthe sutinbld Puro Rica parat 
genome fam important milestone for nual reson 
Fest the genome project wat funded by student orga 
sited art aed fon shone dedicated o the eflot his 
Scores af small personal donations by Puerto. Rien 
people who wanted tn be pat oft. That could only hap 
en when the costo reagents fa dropped so precip 
Tou that a can be allorded win 9 510000 USD 
budge. Second, the analysis and annotation took place 
sna modest university selling where students of genome 
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gee 2 uur ean part ate pe Puen Rea 20 an 
‘vers cab in agus Mots tye aa 


bioinformatics were tained to dive assembler, atch 
Logether contig and seaflods and to begin the genome 
snnotation proces Thi the Puc Rican pact ica 
Tarbinger fr the many part genomes Wwe sll be se 
ing in the near fur: the opportunity to explare spe 
ation sod scape ration among land specs of 
these parol to tempting to pus ep (Figure 1). The 
Genome 10°K spoored Astecblthonll Qed by lan 
Kor) hp/assemblathon.ong) is evaluating assembly 
strategies lor thre vertebrate Spies a eed Ba, ay 
thon ad a parakeet sonied (Mopac adalat) 
Is] And great things are expected from the. NGL 
[Genome 10 K Avian phyogenomies contort (ed by 
Eich Jarvis) annouting the genomes of 8 plus avn 
species Including more parrots such a the Kea (Newor 
‘ota enesing latest 2013) 

Ik my be tally cncsence hit cly 2 few weeks 
‘nae pase nce the genome sequence and suerbly 
of Geoypza Joris he ionic species better known 3b 
Darwin's Bch was accomplished (by the 8G) [7] 
semotnced snd released on the UC Santa Ce Getorne 
Howser peipenoesencacedh) peor to pubeaton of 


the primary anal paper to promote rap data se Bo 
Iatnry genres har gies boo thi cet to be 


conclusions 
‘he genomics community has expanded of ate osm a 
lvopocentie emphasis to enormous enthustam forthe 
compuative genome sequence achievement of thou 
Sand of species The GenomelOK Projet [8 i poised 
to at and ada the genome sequencing, asembl 

sud annotation of 14000 Vertebrate Spies i dhe near 
Future, Dito for the Ine 3 K projet for 500 ict 
‘species, ad the edging Global Invertebrate Genomics 
‘Mlance (GIGA) far invertebrate specie [2 I these 
Projects are succesful we wil need genome-science 
Toinormaticans fe 25,00 species raler soon. Wil 
they be supplled by the tadional genome sequeacing 
centers, by mepisequencng ceners afr the BGI, ot 
by young scent across the globe ie hase rained on 
the Puerta Rican puro genome, posed to make sense, 
ka a comprehensive genome browse foreach ne 5p 
‘es sequence? Tine wil tl bt have my saspcons 
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